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COMSTECH-SrUT lnternational Workshop
Bioinformatics

ENSEMBLE DATABASE MINING AND WH
GENOME SEQUENCING ANALYSES

LE

based options for analyses of whole
genome sequencing data.

The traininq course will include an introduction to
the Ensem6l Genome Urowser with practical
demonstrations and exercises using the human
oenome as reference. Analyses of high throughptoenom" as reference. Analyses of high throughput . \
denotvpinq and whole genome human sequencing data
;,ili ;165 bE presented ivitn tne overall aim of promoting
itt" ,!" of O'ioinformatics for health and research in.the life

"iLnil.. 
only human genomic sequencing data will be

analvsed during the training, but the same technlques can
O" ,i""0 t" i"iivte any dail generated by next generation
sequenclng.

Selection Griteria:
d;id;ttt meeting the following criteria will be selected
for the course:

Course
Objectives:
The main objective is to
present a hahds-on aPProach to
ihe online Ensembl bioinformatics
resources and introduce command line

a) Post-doctoral fellows' doctoral or medical students near
' 

completion of their studies with knowledge of.at least one or

more of the following fields: biochemistry molecular plology'

g!;"ti;", fut"omici or biotechnology' Faculty members with

feseafcn exseflence

.. . 
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